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a b s t r a c t
Mitochondrial function in skeletal muscle and white adipose tissue (WAT) declines with aging and the
progression of type 2 diabetes and insulin resistance. Although exercise increases mitochondrial
biogenesis and function in both tissues, the molecular mechanisms are not fully understood. CDGSH iron
sulfur domain-containing proteins (CISDs) are a novel family of proteins that regulate mitochondrial
activity and biogenesis. However, the relationship between exercise and CISD expression is unclear. We
addressed this in the present study by examining changes in the expression of CISDs and mitochondrial
proteins in skeletal muscle and WAT of mice subjected to chronic exercise training. Mice were randomly
assigned to either the sedentary or exercise group and were housed for 4 weeks in a standard cage
without or with a running wheel, respectively. CISD and mitochondrial protein levels in the plantaris and
soleus muscles and epididymal WAT were evaluated by western blotting. Chronic exercise increased
CISD1 and CISD2 as well as mitochondrial protein expression in plantaris muscle and WAT but not soleus
muscle. Moreover, this exercise-induced adaptation was strongly correlated with mitochondrial protein
expression. Thus, mitochondrial biogenesis induced by chronic exercise coincides with the expression of
CISDs in speciﬁc tissues, which may be critical for the maintenance of mitochondrial integrity.
© 2018 The Authors. Published by Elsevier Inc. This is an open access article under the CC BY-NC-ND
license (http://creativecommons.org/licenses/by-nc-nd/4.0/).
1. Introduction
A decline in mitochondrial function in skeletal muscle and white
adipose tissue (WAT) is associated with aging and the progression of
type 2 diabetes (T2D) and insulin resistance [1e4]. Accordingly,
mitochondrial dysfunction is observed in the skeletal muscle of pa-
tients with type 2 diabetes and elderly people [5,6]. In WAT of obese
human, mitochondrial gene expressions were also lower than these
of lean human [7]. Interestingly, overexpression of peroxisome
proliferator-activated receptor gamma coactivator (PGC)-1a, a mas-
ter regulator of mitochondrial biogenesis, inhibited protein degra-
dation and suppressed induction of ubiquitin ligases in skeletal
muscle with disuse atrophy [8]. In addition, adipose tissue-speciﬁc
PGC-1a knockout mice showed reduced expression of mitochon-
drial genes and developed insulin resistancewhen fed a high-fat diet
[9]. Thus, interventions that improve mitochondrial function and
enhance mitochondrial biogenesis in skeletal muscle and WAT can
potentially slow aging and prevent T2D and insulin resistance.
Exercise is known to enhance mitochondrial biogenesis and
function in skeletal muscle and WAT [10]. It also improves insulin
sensitivity in healthy and insulin-resistant individuals and inhibits
the progression of T2D [1]. Aerobic training increased mitochon-
drial content and insulin sensitivity in T2D patients, and these
improvements were correlated [11]. Additionally, exercise training
during aging was shown to increase mitochondrial biomass in
skeletal muscle [12]. However, the molecular mechanism of
exercise-induced mitochondrial biogenesis is not fully understood.
PGC-1a is the most widely studied regulator of exercise-induced
mitochondrial changes in skeletal muscle and WAT. Several studies
have reported that exercise increases PGC-1a levels in skeletal
muscle [13,14] and WAT [15,16]. However, exercise-induced mito-
chondrial biogenesis in muscle was not diminished in muscle-
speciﬁc PGC-1a knockout mice [17,18], suggesting that other mol-
ecules are involved in this process.
CDGSH iron sulfur domain-containing proteins (CISDs) regulate
mitochondrial activity and biogenesis. CISD1 (also known as
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mitoNEET and ZCD1) is a target of pioglitazone and other thiazolidi-
nediones [19]. TT01001, an orally administered small molecule drug
designedonbasedon thepioglitazone structurewas showntobind to
CISD1 and improve mitochondrial function and glucose tolerance in
diabetic db/db mice [20], suggesting that CISD1 may at least partly
mediate the anti-diabetic effects of piogitazone. Adipose tissue-
speciﬁc CISD1 overexpression increased mitochondrial content and
insulin sensitivity [21], and in cultured cells, it also increased mito-
chondrial protein expression [22]. CISD2 (also known as ZCD2,
Noxp70, NAF-1, andMiner 1) regulatesmitochondrial biogenesis and
activity; CISD2protein levels in skeletalmusclewere found to decline
with aging and its overexpression in mice abrogated aging-induced
mitochondrial dysfunction and muscle atrophy [23]. CISD2
knockout mice showed decreased expression of mitochondrial
biogenesis-related genes relative to their wild-type counterparts as
well as abnormal mitochondrial morphology inWAT [24].
Based on the above evidence, we speculated that chronic exer-
cise increases CISD expression in skeletal muscle and WAT, thereby
stimulating mitochondrial biogenesis. To test this hypothesis, we
compared the expression of CISD1 and CISD2 in skeletal muscle and
WAT in mice subjected to exercise regimens for 4 weeks and those
that remained sedentary during this period.
2. Methods
2.1. Animals
All experimental procedures and animal care were approved by
the Committee on Animal Care at Ritsumeikan University. Male
C57BL/6J mice were purchased from Shimizu Laboratory Supplies
(Kyoto, Japan). Mice were housed under controlled conditions on a
12:12-h light/dark cycle (with lights on from 8:00e20:00), with
free access to food and water.
2.2. Chronic exercise intervention
After 1week of acclimatization,12-week-oldmicewere randomly
assigned to either the sedentary or exercise group (n¼ 6 per group).
Sample size was determined from pilot experiments and a previous
study [25]. Each group of micewas housed in a standard cage (n¼ 3/
cage) without (sedentary group) or with (exercise group) a running
wheel for 4 weeks. Body weight, running distance, and food intake
was measured each week. The morning (8:00e11:00) after the last
day of exercise,micewere euthanized by cervical dislocation, and the
plantaris and soleus muscles and epididymal WAT were removed,
frozen in liquid nitrogen, and stored at80 C until analysis.
2.3. Single-day exercise intervention
To distinguish between chronic and acute effects of exercise, mice
were subjected to single-day exercise intervention. After initial
acclimatization, 8-week-old mice were randomly assigned to the
sedentary (n¼ 5) or exercise (n¼ 6) group; the sample size was
determined from pilot experiments and a previous study [26]. Each
group of mice was individually housed in a standard cage without
(sedentary group) or with (exercise group) a running wheel for 24 h.
The next morning (8:00e11:00), body weight, running distance, and
food intake were measured, and the mice were sacriﬁced by cervical
dislocation. The plantaris and soleus muscles and epididymal WAT
were rapidly excised, frozen in liquid nitrogen, and stored at 80 C
until analysis.
2.4. Western blotting
Western blotting was performed as previously described [27].
The plantaris and soleusmuscle tissueswere lysed and homogenized
in 10e15 vol of ice-cold radioimmunoprecipitation (RIPA) buffer
(50mM Tris-HCl [pH 7.4], 150mM NaCl, 1% Nonidet P-40, 1% sodium
deoxycholte, 1mM ethylenediamineteraacetic acid, and 0.1% sodium
dodecyl sulfate [SDS]) supplemented with cOmplete mini protease
inhibitor cocktail and PhosSTOP phosphatase inhibitor cocktail
(Sigma-Aldrich, St. Louis, MO, USA). The lysates were incubated for
60min at 4 C, and then centrifuged at 14,000  g for 20min at 4 C.
The supernatant was collected for protein assay. Epididymal WAT
was lysed and homogenized in two volumes of ice-cold RIPA buffer
supplementedwith protease and phosphatase inhibitors. The lysates
were incubated for 60min at 4 C, and then centrifuged at 800  g
for 1min at 4 C. The fat cake was removed, and the infranatant was
centrifuged at 14,000  g for 20min at 4 C. After another round of
centrifugation for 20min, the infranatant was collected and protein
concentration was determined with the Protein Assay Bicinchoni-
nate Kit (Nacalai Tesque, Kyoto, Japan). Lysates of equal volume were
resolved by SDS-polyacrylamide gel electrophoresis (PAGE) using a
Mini-slab size electrophoresis apparatus (ATTO Corp., Tokyo, Japan).
The separated proteins were transferred to a 0.45-mm pore poly-
vinylidene diﬂuoride membrane (Millipore, Bedford, MA, USA) at
100 V for 30min in Towbin buffer (25mM Tris, 192mM glycine, and
15% or 20% methanol) using a Criterion blotter (Bio-Rad, Hercules,
CA, USA). After blocking with 5% non-fat dry milk (NFDM)/Tris-
buffered saline with 0.01% Tween-20 (TBST) for 30min at 25 C, the
membrane was washed twice for 3min each in TBST, and then
incubated overnight at 4 C in 5% bovine serum albumin inTBSTwith
primary antibodies against CISD1 (1:5000; Cell Signaling Technol-
ogy, Danvers, MA; #83775) and CISD2 (1:5000; Abcam, Cambridge,
UK; ab167109), as well as Total OXPHOS Rodent WB Antibody
Cocktail (1:3000; Abcam; ab110413). The membrane was washed
twice for 5min each in TBST and then incubated with appropriate
horseradish peroxidase (HRP)-conjugated secondary antibody
(1:3000; Cell Signaling Technology; #7074 or #7076) or VeriBlot for
IP Detection Reagent (1:500; Abcam; ab131366) in 1% NFDM/TBST
for 60min at 25 C. After washing three times in TBST for 5min each,
chemiluminescence quantiﬁcation was performed using the Lami-
nata Forte Western HRP Substrate (Millipore), followed by image
acquisition on an ImageQuant LAS 4000 system (GE Healthcare,
Little Chalfont, UK).
2.5. Coomassie brilliant blue (CBB) staining
Equal protein loading inSDS-PAGEwas conﬁrmedbyCBB staining.
The membrane was brieﬂy rinsed in distilled water and then stained
in CBB solution (0.25% CBB R-250, 40%methanol, and 10% acetic acid)
for 10min at 25 C. After rinsing three times in distilled water, the
stained membrane was washed three times for 15min each in
destaining solution (40% methanol and 10% acetic acid) followed by
three rinses in distilled water. The membrane was dried, and digital
images were acquired with the ImageQuant LAS 4000 system.
2.6. Image analysis and quantiﬁcation
Images of the immunoblot and CBB-stained membrane were
analyzed using the Fiji image processing package based on ImageJ
software (National Institutes of Health, Bethesda, MD, USA) [28].
The signal intensity of protein bands in the immunoblot was
normalized to CBB staining intensity and converted to a value
relative to the sedentary control group.
2.7. Statistical analysis
Statistical analyses were performed using open source R software
[29]. Regardless of whether the compared groups showed homo- or
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heteroscedasticity, data for the sedentary and exercise groups were
compared with the two-tailed Welch's t-test. The relationship be-
tweenmitochondrial protein and CISD expressionwas assessed with
Pearson's product-moment correlation coefﬁcient. All bar and scatter
plots were generated with the ggplot package of R software. The
statistical signiﬁcance level was set at P< 0.05. Results are presented
as dot plots and the mean± standard error.
3. Results
3.1. Effect of 4-week exercise training on CISD expression
3.1.1. Physiological characteristics of exercise-trained and sedentary
mice
Exercise training for 4 weeks did not signiﬁcantly alter body
weight. No signiﬁcant difference in the weight of the plantaris
muscle was found between the two groups. On the other hand, the
weight of the soleus muscle in exercised mice tends to be higher
than that in sedentary mice. Additionally, exercise training signif-
icantly decreased the weight of epididymal WAT (data not shown).
These results are consistent with previous reports [25,30].
3.1.2. CISD and mitochondrial protein expression in skeletal muscle
Exercise training for 4 weeks signiﬁcantly increased CISD1 and
CISD2 protein levels in the plantaris muscle (Fig. 1A). The levels of
mitochondrial oxidative phosphorylation proteins including NADH
dehydrogenase [ubiquinone] 1 beta subcomplex subunit (NDUFB)8,
succinate dehydrogenase [ubiquinone] iron-sulfur subunit (SDHB),
cytochrome b-c1 complex subunit (UQCRC)2, ATP synthase subunit
alpha (ATP5A), and mitochondrial cytochrome c oxidase (MTCO)1
Fig. 1. Effect of 4 weeks of exercise on CISD and mitochondrial protein expression in the plantaris muscle. (AeC) Representative images and quantitative analysis of CISD (A) and
oxidative phosphorylation protein (B) levels and CBB staining (C) in the plantaris muscle of sedentary and exercise groups. (D, E) Scatter plots showing the levels of CISD1 (D) and
CISD2 (E) vs. those of mitochondrial proteins. Shaded areas show 95% conﬁdence limits of the ﬁtted line. *P < 0.05, **P < 0.01, ***P < 0.001 vs. sedentary group. Sed: sedantary
control; Ex: exercise group.
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were also signiﬁcantly increased in the exercise group (Fig. 1B). We
examined the association between CISD and mitochondrial protein
expression in the plantaris muscle and found that they were
positively correlated (Fig. 1D and E). On the other hand, we did not
detect exercise-induced increases in CISDs and mitochondrial
proteins in the soleus muscle, which showed decreases in the
protein contents of CISD2 and SDHB (data not shown). Therewas no
difference in CBB staining between the two groups in the plantaris
(Fig. 1C) or the soleus muscle (data not shown).
3.1.3. CISD and mitochondrial protein expression in WAT
Four weeks of exercise training signiﬁcantly increased CISD1
and CISD2 protein levels in epididymal WAT (Fig. 2A), while
NDUFB8, SDHB, UQCRC2, ATP5A, and MTCO1 expression was also
upregulated (Fig. 2B). CISD and mitochondrial protein levels were
positively correlated in epididymal WAT (Fig. 2D and E). There was
no signiﬁcant difference in CBB staining between the two groups
(Fig. 2C).
3.2. Effect of single-day exercise on CISD expression
3.2.1. Physiological characteristics of exercise-trained and
sedentary mice
No signiﬁcant differences in body, muscle, or epididymal WAT
weight were observed between mice that were sedentary and
those that were exercised for 1 day (data not shown).
3.2.2. CISD and mitochondrial protein expression in skeletal muscle
One day of exercise did not signiﬁcantly alter CISD (Fig. 3A) or
mitochondrial (Fig. 3B) protein expression in plantaris muscle.
Fig. 2. Effect of 4 weeks of exercise on CISD and mitochondrial protein expression in epididymal WAT. (AeC) Representative immunoblots and quantitative analysis of CISD (A) and
oxidative phosphorylation protein (B) levels and CBB staining (C) in the epididymal WAT of sedentary and exercise groups. (D, E) Scatter plots showing the levels of CISD1 (D) and
CISD2 (E) vs. those of mitochondrial proteins. Shaded areas show 95% conﬁdence limits of the ﬁtted line. *P < 0.05, **P < 0.01, ***P < 0.001 vs. sedentary group. Sed: sedantary
control; Ex: exercise group.
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There was no statistically signiﬁcant difference in CBB staining
between the two groups (Fig. 3C).
3.2.3. CISD and mitochondrial protein expression in WAT
Wedid not detect any changes in the expression of CISD (Fig. 4A)
or mitochondrial (Fig. 4B) proteins in epididymal WAT. There was
no difference in CBB staining between the two groups (Fig. 4C).
4. Discussion
The results of this study demonstrate that 4 weeks of exercise
increased the expression of CISDs as well as mitochondrial proteins
in plantaris muscle andWAT but not in soleus muscle. In contrast, a
single day of exercise did not alter the expression of these proteins
in the plantaris muscle and WAT. This is the ﬁrst report showing
that CISD protein expression is upregulated in these tissues by
exercise training.
Previous studies have demonstrated that CISD1 and CISD2
regulate mitochondrial biogenesis and function in skeletal muscle
and WAT using transgenic and knockout mice [21,23,24,31]. How-
ever, it was not clear whether CISD expression was related to
mitochondrial biogenesis under physiological conditions. Although
PGC-1b and PGC-1-related coactivator 1 were identiﬁed as mito-
chondrial regulatory proteins [32,33], exercise intervention did not
alter their expression in skeletal muscle and WAT [15,34], sug-
gesting that the upregulation of the two proteins does not mediate
exercise-induced mitochondrial adaptation. In order to clarify the
molecular mechanism by which exercise enhances mitochondrial
biogenesis and function in skeletal muscle and WAT, we examined
the response to exercise of other proteins that are known to
regulate mitochondrial biogenesisdnamely, CISDs. We found that
chronic exercise increased the expression levels of CISDs, as well as
mitochondrial proteins, in plantaris muscle and epididymal WAT.
Additionally, their expressionwas signiﬁcantly correlated with that
of mitochondrial proteins in both plantaris muscle and WAT.
However, exercise training did not alter CISD and mitochondrial
Fig. 3. Effect of a single day of exercise on CISD and mitochondrial protein expression in the plantaris muscle. (AeC) Representative images and quantitative analysis of CISD (A) and
oxidative phosphorylation protein (B) levels and CBB staining (C) in the plantaris muscle of sedentary and exercised groups.
Fig. 4. Effect of a single day of exercise on CISD and mitochondrial protein expression in epididymal WAT. (AeC) Representative images and quantitative analysis of CISD (A) and
oxidative phosphorylation protein (B) levels and CBB staining (C) in epididymal WAT of sedentary and exercised groups. Sed: sedantary control; Ex: exercise group.
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protein levels in soleusmuscle, which lacks wheel running-induced
mitochondrial adaptivity [17,35].
To distinguish between chronic and acute effects of exercise,
mice were subjected to exercise intervention for a single day.
Some mitochondrial proteins adapt quickly to physiological
stimuli [36], and CISD1 has been reported to be rapidly induced by
translational machinery [37]. For this reason, exercise cessation
24e48 h before sampling, which is often used to avoid the effect of
acute exercise [25] [38], might downregulate enhanced mito-
chondrial proteins and mask exercise-induced adaptation.
Therefore, mice of the chronic exercise group were immediately
sacriﬁced after the 4-week exercise period in order to minimize
the effect of exercise cessation, but this study design does not rule
out the possibility that increases in the expression of target pro-
teins were induced by the ﬁnal bout of exercise rather than by
chronic effects. However, since single-day exercise intervention
did not alter the expression levels of CISDs and mitochondrial
proteins in plantaris muscle and epididymal WAT, we conclude
that the changes observed in mice that were exercised for 4 weeks
were the result of chronic adaptation and not due to an acute
response.
One limitation of this study is that it did not deﬁnitively
establish a causal relationship between the expression of CISDs
and that of mitochondrial proteins; as such, it is unclear whether
CISDs directly mediate exercise-induced mitochondrial biogen-
esis. To clarify this point, it is ﬁrst choice to investigate whether
knockout mice of candidate genes suppress or diminish exercise-
induced mitochondrial biogenesis [16]. However, previous studies
have reported that exercise-induced mitochondrial biogenesis
was not diminished in PGC-1a knockout mice [17,18]. Although
this suggests that PGC-1a does not mediate exercise-induced
mitochondrial biogenesis, it is possible that complete genetic
ablation of the gene can lead to adaptations that mask the phys-
iological role of PGC-1a. In fact, modest overexpression of PGC-1a
by electroporation resulted in adaptations similar to those
induced by exercise such as increased mitochondrial biogenesis,
insulin sensitivity, and palmitate oxidation, which is partly
inconsistent with the phenotype of PGC-1a transgenic mice [39].
Therefore, additional studies using different physiological models
and loss- and gain-of-function approaches are needed to elucidate
the physiological roles of CISDs.
In conclusion, the results of this study demonstrate that exercise
training for 4 weeks increased the expression of CISD1 and CISD2 as
well as mitochondrial proteins in plantaris muscle and epididymal
WAT. These adaptations were not detected in soleus muscle. Thus,
the expression of CISDs in plantaris muscle and epididymal WAT
induced by chronic exercise may be critical for the maintenance of
mitochondrial integrity.
Grants
This workwas supported by a Japan Society for the Promotion of
Science Grant in Aid for Scientiﬁc Research (no. 25560379 to S. F.);
Takeda Research Support (TKDS20170531015 to T. H.); and the
Japanese Council for Science, Technology and Innovation (SIP,
Project ID 14533567 to T. H. and S. F.), “Technologies for creating
next-generation agriculture, forestry and ﬁsheries” (funding
agency: Bio-oriented Technology Research Advancement Institu-
tion, NARO).
Disclosures
No conﬂicts of interest, ﬁnancial or otherwise, are declared by
the authors.
Transparency document
Transparency document related to this article can be found
online at https://doi.org/10.1016/j.bbrc.2018.10.101.
References
[1] J. Hoeks, P. Schrauwen, Muscle mitochondria and insulin resistance: a human
perspective, Trends Endocrinol. Metabol. 23 (2012) 444e450, https://doi.org/
10.1016/j.tem.2012.05.007.
[2] B.M. Baker, C.M. Haynes, Mitochondrial protein quality control during
biogenesis and aging, Trends Biochem. Sci. 36 (2011) 254e261, https://
doi.org/10.1016/j.tibs.2011.01.004.
[3] E. Marzetti, J.C.Y. Hwang, H.A. Lees, S.E. Wohlgemuth, E.E. Dupont-Ver-
steegden, C.S. Carter, et al., Mitochondrial death effectors: relevance to sar-
copenia and disuse muscle atrophy, Biochim. Biophys. Acta. 1800 (2010)
235e244, https://doi.org/10.1016/j.bbagen.2009.05.007.
[4] C.M. Kusminski, P.E. Scherer, Mitochondrial dysfunction in white adipose
tissue, Trends Endocrinol. Metabol. 23 (2012) 435e443, https://doi.org/
10.1016/j.tem.2012.06.004.
[5] D.E. Kelley, J. He, E.V. Menshikova, V.B. Ritov, Dysfunction of mitochondria in
human skeletal muscle in type 2 diabetes, Diabetes 51 (2002) 2944e2950.
[6] K.R. Short, M.L. Bigelow, J. Kahl, R. Singh, J. Coenen-Schimke,
S. Raghavakaimal, et al., Decline in skeletal muscle mitochondrial function
with aging in humans, Proc. Natl. Acad. Sci. 102 (2005) 5618e5623, https://
doi.org/10.1073/pnas.0501559102.
[7] L. Mustelin, K.H. Pietil€ainen, A. Rissanen, A.R. Sovij€arvi, P. Piiril€a,
J. Naukkarinen, et al., Acquired obesity and poor physical ﬁtness impair
expression of genes of mitochondrial oxidative phosphorylation in mono-
zygotic twins discordant for obesity, Am. J. Physiol. Endcrinol. Metab. 295
(2008) E148eE154, https://doi.org/10.1152/ajpendo.00580.2007.
[8] M. Sandri, J. Lin, C. Handschin, W. Yang, Z.P. Arany, S.H. Lecker, et al., PGC-1a
protects skeletal muscle from atrophy by suppressing FoxO3 action and
atrophy-speciﬁc gene transcription, Proc. Natl. Acad. Sci. 103 (2006)
16260e16265.
[9] S. Kleiner, R.J. Mepani, D. Laznik, L. Ye, M.J. Jurczak, F.R. Jornayvaz, et al.,
Development of insulin resistance in mice lacking PGC-1a in adipose tissues,
Proc. Natl. Acad. Sci. 109 (2012) 9635e9640, https://doi.org/10.1073/
pnas.1207287109.
[10] J.O. Holloszy, Biochemical adaptations in muscle. Effects of exercise on
mitochondrial oxygen uptake and respiratory enzyme activity in skeletal
muscle, J. Biol. Chem. 242 (1967) 2278e2282.
[11] F.G.S. Toledo, E.V. Menshikova, V.B. Ritov, K. Azuma, Z. Radikova, J. DeLany, et
al., Effects of physical activity and weight loss on skeletal muscle mitochon-
dria and relationship with glucose control in type 2 diabetes, Diabetes 56
(2007) 2142e2147, https://doi.org/10.2337/db07-0141.
[12] E.V. Menshikova, V.B. Ritov, L. Fairfull, R.E. Ferrell, D.E. Kelley, B.H. Goodpaster,
Effects of exercise on mitochondrial content and function in aging human
skeletal muscle, J. Gerontol. A Biol. Sci. Med. Sci. 61 (2006) 534e540, https://
doi.org/10.1093/gerona/61.6.534.
[13] K. Baar, A.R. Wende, T.E. Jones, M. Marison, L.A. Nolte, M. Chen, et al., Adap-
tations of skeletal muscle to exercise: rapid increase in the transcriptional
coactivator PGC-1, FASEB J. 16 (2002) 1879e1886, https://doi.org/10.1096/
fj.02-0367com.
[14] H. Pilegaard, B. Saltin, P.D. Neufer, Exercise induces transient transcriptional
activation of the PGC-1alpha gene in human skeletal muscle, J. Physiol. 546
(2003) 851e858, https://doi.org/10.1113/jphysiol.2002.034850.
[15] L.N. Sutherland, M.R. Bomhof, L.C. Capozzi, S.A.U. Basaraba, D.C. Wright, Ex-
ercise and adrenaline increase PGC-1amRNA expression in rat adipose tissue,
J. Physiol. 587 (2009) 1607e1617, https://doi.org/10.1113/
jphysiol.2008.165464.
[16] E. Trevellin, M. Scorzeto, M. Olivieri, M. Granzotto, A. Valerio, L. Tedesco, et al.,
Exercise training induces mitochondrial biogenesis and glucose uptake in
subcutaneous adipose tissue through eNOS-dependent mechanisms, Diabetes
63 (2014) 2800e2811, https://doi.org/10.2337/db13-1234.
[17] G.C. Rowe, R. El-Khoury, I.S. Patten, P. Rustin, Z. Arany, PGC-1a is dispensable
for exercise-induced mitochondrial biogenesis in skeletal muscle, PloS One 7
(2012) e41817, https://doi.org/10.1371/journal.pone.0041817.
[18] L. Leick, J.F.P. Wojtaszewski, S.T. Johansen, K. Kiilerich, G. Comes, Y. Hellsten,
et al., PGC-1a is not mandatory for exercise- and training-induced adaptive
gene responses in mouse skeletal muscle, Am. J. Physiol. Endcrinol. Metab.
294 (2008) E463eE474, https://doi.org/10.1152/ajpendo.00666.2007.
[19] J.R. Colca, W.G. McDonald, D.J. Waldon, J.W. Leone, J.M. Lull, C.A. Bannow, et
al., Identiﬁcation of a novel mitochondrial protein (“mitoNEET”) cross-linked
speciﬁcally by a thiazolidinedione photoprobe, Am. J. Physiol. Endcrinol.
Metab. 286 (2004) E252eE260, https://doi.org/10.1152/ajpendo.00424.2003.
[20] T. Takahashi, M. Yamamoto, K. Amikura, K. Kato, T. Serizawa, K. Serizawa, et
al., A novel MitoNEET ligand, TT01001, improves diabetes and ameliorates
mitochondrial function in db/db mice, J. Pharmacol. Exp. Therapeut. 352
(2015) 338e345, https://doi.org/10.1124/jpet.114.220673.
[21] C.M. Kusminski, W.L. Holland, K. Sun, J. Park, S.B. Spurgin, Y. Lin, et al.,
MitoNEET-driven alterations in adipocyte mitochondrial activity reveal a
crucial adaptive process that preserves insulin sensitivity in obesity, Nat. Med.
T. Yokokawa et al. / Biochemical and Biophysical Research Communications 506 (2018) 571e577576
18 (2012) 1539e1549, https://doi.org/10.1038/nm.2899.
[22] A.F. Salem, D. Whitaker-Menezes, A. Howell, F. Sotgia, M.P. Lisanti, Mito-
chondrial biogenesis in epithelial cancer cells promotes breast cancer tumor
growth and confers autophagy resistance, Cell Cycle 11 (2012) 4174e4180,
https://doi.org/10.4161/cc.22376.
[23] C.-Y. Wu, Y.-F. Chen, C.-H. Wang, C.-H. Kao, H.-W. Zhuang, C.-C. Chen, et al.,
A persistent level of Cisd2 extends healthy lifespan and delays aging in mice,
Hum. Mol. Genet. 21 (2012) 3956e3968, https://doi.org/10.1093/hmg/
dds210.
[24] C.H. Wang, Y.F. Chen, C.Y. Wu, P.C. Wu, Y.L. Huang, C.H. Kao, et al., Cisd2
modulates the differentiation and functioning of adipocytes by regulating
intracellular Ca2þ homeostasis, Hum. Mol. Genet. 23 (2014) 4770e4785,
https://doi.org/10.1093/hmg/ddu193.
[25] S. Ikeda, H. Kawamoto, K. Kasaoka, Y. Hitomi, T. Kizaki, Y. Sankai, et al., Muscle
type-speciﬁc response of PGC-1 alpha and oxidative enzymes during volun-
tary wheel running in mouse skeletal muscle, Acta. Physiol. 188 (2006)
217e223, https://doi.org/10.1111/j.1748-1716.2006.01623.x.
[26] T. Akimoto, S.C. Pohnert, P. Li, M. Zhang, C. Gumbs, P.B. Rosenberg, et al.,
Exercise stimulates Pgc-1alpha transcription in skeletal muscle through
activation of the p38 MAPK pathway, J. Biol. Chem. 280 (2005) 19587e19593,
https://doi.org/10.1074/jbc.M408862200.
[27] T. Yokokawa, K. Sato, N. Iwanaka, H. Honda, K. Higashida, M. Iemitsu, et al.,
Dehydroepiandrosterone activates AMP kinase and regulates GLUT4 and PGC-
1a expression in C2C12 myotubes, Biochem. Biophys. Res. Commun. 463
(2015) 42e47, https://doi.org/10.1016/j.bbrc.2015.05.013.
[28] J. Schindelin, I. Arganda-Carreras, E. Frise, V. Kaynig, M. Longair, T. Pietzsch, et
al., Fiji: an open-source platform for biological-image analysis, Nat. Methods 9
(2012) 676e682, https://doi.org/10.1038/nmeth.2019.
[29] R. Ihaka, R. Gentleman, R: a language for data analysis and graphics, J. Comput.
Graph Stat. 5 (1996) 299e314, https://doi.org/10.2307/1390807.
[30] L. Cao, E.Y. Choi, X. Liu, A. Martin, C. Wang, X. Xu, et al., White to brown fat
phenotypic switch induced by genetic and environmental activation of a
hypothalamic-adipocyte axis, Cell Metabol. 14 (2011) 324e338, https://
doi.org/10.1016/j.cmet.2011.06.020.
[31] C.M. Kusminski, J. Park, P.E. Scherer, MitoNEET-mediated effects on browning
of white adipose tissue, Nat. Commun. 5 (2014) 3962, https://doi.org/10.1038/
ncomms4962.
[32] Z. Arany, N. Lebrasseur, C. Morris, E. Smith, W. Yang, Y. Ma, et al., The tran-
scriptional coactivator PGC-1b drives the formation of oxidative type IIX ﬁbers
in skeletal muscle, Cell Metabol. 5 (2007) 35e46, https://doi.org/10.1016/
j.cmet.2006.12.003.
[33] K. Vercauteren, N. Gleyzer, R.C. Scarpulla, Short hairpin RNA-mediated
silencing of PRC (PGC-1-related coactivator) results in a severe respiratory
chain deﬁciency associated with the proliferation of aberrant mitochondria,
J. Biol. Chem. 284 (2009) 2307e2319, https://doi.org/10.1074/
jbc.M806434200.
[34] O.H. Mortensen, P. Plomgaard, C.P. Fischer, A.K. Hansen, H. Pilegaard,
B.K. Pedersen, PGC-1b is downregulated by training in human skeletal muscle:
no effect of training twice every second day vs. once daily on expression of the
PGC-1 family, J. Appl. Physiol. 103 (2007) 1536e1542, https://doi.org/
10.1152/japplphysiol.00575.2007.
[35] F. Hokari, E. Kawasaki, A. Sakai, K. Koshinaka, K. Sakuma, K. Kawanaka, Muscle
contractile activity regulates Sirt3 protein expression in rat skeletal muscles,
J. Appl. Physiol. 109 (2010) 332e340, https://doi.org/10.1152/
japplphysiol.00335.2009.
[36] D.C. Wright, D.-H. Han, P.M. Garcia-Roves, P.C. Geiger, T.E. Jones, J.O. Holloszy,
Exercise-induced mitochondrial biogenesis begins before the increase in
muscle PGC-1alpha expression, J. Biol. Chem. 282 (2007) 194e199, https://
doi.org/10.1074/jbc.M606116200.
[37] M. Morita, S.-P. Gravel, V. Chenard, K. Sikstr€om, L. Zheng, T. Alain, et al.,
mTORC1 controls mitochondrial activity and biogenesis through 4E-BP-
dependent translational regulation, Cell Metabol. 18 (2013) 698e711, https://
doi.org/10.1016/j.cmet.2013.10.001.
[38] S. Wada, Y. Kato, S. Sawada, K. Aizawa, J.-H. Park, A.P. Russell, et al., MicroRNA-
23a has minimal effect on endurance exercise-induced adaptation of mouse
skeletal muscle, Pﬂügers Archiv. 467 (2015) 389e398, https://doi.org/
10.1007/s00424-014-1517-z.
[39] C.R. Benton, J.G. Nickerson, J. Lally, X.-X. Han, G.P. Holloway, J.F.C. Glatz, et al.,
Modest PGC-1a overexpression in muscle in vivo is sufﬁcient to increase in-
sulin sensitivity and palmitate oxidation in subsarcolemmal, not intermyoﬁ-
brillar, mitochondria, J. Biol. Chem. 283 (2008) 4228e4240, https://doi.org/
10.1074/jbc.M704332200.
T. Yokokawa et al. / Biochemical and Biophysical Research Communications 506 (2018) 571e577 577
